10/517645 

1 DT12Ree'dPCT/PTO ] 0 DEC 2004 

SEQUENCE LISTING 

<110> CNRS 

<120> ANT I -AURORA- A MONOCLONAL ANTIBODY, METHOD FOR OBTAINING SAME, 
AND USES THEREOF FOR DIAGNOSING AND TREATING CANCERS 

<130> I FB 01 BN CNR AURA 

<140> 
<141> 

<160> 2 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 2253 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 1 
<222> (257) . . (1495) 

<400> 1 

ggaagacttg ggtccttggg tcgcaggtgg gagccgacgg gtgggtagac cgtgggggat 60 

atctcagtgg cggacgagga cggcggggac aaggggcggc * tggtcggagt ggcggagcgt 120 

caagtcccct gtcggttcct ccgtccctga gtgtccttgg cgctgccttg tgcccgccca 180 

gcgcctttgc atccgctcct gggcaccgag gcgccctgta ggatactgct tgttacttat 240 

tacagctaga ggcatc atg gac cga tct aaa gaa aac tgc att tea gga cct 292 

Met Asp Arg Ser Lys Glu Asn Cys lie Ser Gly Pro 
1 5 10 

gtt aag get aca get cca gtt gga ggt cca aaa cgt gtt etc gtg act 340 
Val Lys Ala Thr Ala Pro Val Gly Gly Pro Lys Arg Val Leu Val Thr 
15 20 25 

cag caa att cct tgt cag aat cca tta cct gta aat agt ggc cag get 388 
Gin Gin He Pro Cys Gin Asn Pro Leu Pro Val Asn Ser Gly Gin Ala 
30 35 40 

cag egg gtc ttg tgt cct tea aat tct tec cag cgc gtt cct ttg caa 436 
Gin Arg Val Leu Cys Pro Ser Asn Ser Ser Gin Arg Val Pro Leu Gin 
45 50 55 60 

gca caa aag ctt gtc tec agt cac aag ccg gtt cag aat cag aag cag 484 
Ala Gin Lys Leu Val Ser Ser His Lys Pro Val Gin Asn Gin Lys Gin 
65 70 75 

aag caa ttg cag gca ace agt gta cct cat cct gtc tec agg cca ctg 532 
Lys Gin Leu Gin Ala Thr Ser Val Pro His Pro Val Ser Arg Pro Leu 
80 85 90 



aat aac acc caa aag age aag cag ccc ctg cca teg gca cct gaa aat 
Asn Asn Thr Gin Lys Ser Lys Gin Pro Leu Pro Ser Ala Pro Glu Asn 
95 100 105 



580 



2 



aat cct gag gag gaa ctg gca tea aaa cag aaa aat gaa gaa tea aaa 628 
Asn Pro Glu Glu Glu Leu Ala Ser Lys Gin Lys Asn Glu Glu Ser Lys 
110 115 120 

aag agg cag tgg get ttg gaa gac ttt gaa att ggt cgc cct ctg ggt 676 
Lys Arg Gin Trp Ala Leu Glu Asp Phe Glu lie Gly Arg Pro Leu Gly 
125 130 135 140 

aaa gga aag ttt ggt aat gtt tat ttg gca aga gaa aag caa age aag 724 
Lys Gly Lys Phe Gly Asn Val Tyr Leu Ala Arg Glu Lys Gin Ser Lys 
145 . 150 " 155 

ttt att ctg get ctt aaa gtg tta ttt aaa get cag ctg gag aaa gec 772 
Phe lie Leu Ala Leu Lys Val Leu Phe Lys Ala Gin Leu Glu Lys Ala 
160 165 ~ 170 

gga gtg gag cat cag etc aga aga gaa gta gaa ata cag tec cac ctt 820 
Gly Val Glu His Gin Leu Arg Arg Glu Val Glu lie Gin Ser His Leu 
175 180 185 

egg cat cct aat att ctt aga ctg tat ggt tat ttc cat gat get acc 868 
Arg His Pro Asn lie Leu Arg Leu Tyr Gly Tyr Phe His Asp Ala Thr 
190 195 200 

aga gtc tac eta att ctg gaa tat gca cca ctt gga aca gtt tat aga 916 
Arg Val Tyr Leu lie Leu Glu Tyr Ala Pro Leu Gly Thr Val Tyr Arg 
205 210 215 ' 220 

gaa ctt cag aaa ctt tea aag ttt gat gag cag aga act get act tat 964 
Glu Leu Gin Lys Leu Ser Lys Phe Asp Glu Gin Arg Thr Ala Thr Tyr 
225 230 235 

ata aca gaa ttg gca aat gee ctg tct tac tgt cat teg aag aga gtt 1012 
lie Thr Glu Leu Ala Asn Ala Leu Ser Tyr Cys His Ser Lys Arg Val 
240 245 250 

att cat aga gac att aag cca gag aac tta ctt ctt gga tea get gga 1060 
lie His Arg Asp lie Lys Pro Glu Asn Leu Leu Leu Gly Ser Ala Gly 
255 260 265 

gag ctt aaa att gca gat ttt ggg tgg tea gta cat get cca tct tec 1108 
Glu Leu Lys lie Ala Asp Phe Gly Trp Ser Val His Ala Pro Ser Ser 
270 275 " * 280 

agg agg acc act etc tgt ggc acc ctg gac tac ctg ccc cct gaa atg 1156 
Arg Arg Thr Thr Leu Cys Gly Thr Leu Asp Tyr Leu Pro Pro Glu Met 
285 290 295 300 

att gaa ggt egg atg cat gat gag aag gtg gat etc tgg age ctt gga 1204 
lie Glu Gly Arg Met His Asp Glu Lys Val Asp Leu Trp Ser Leu Gly 
305 310 315 

gtt ctt tgc tat. gaa ttt tta gtt ggg aag cct cct ttt gag gca aac 1252 
Val Leu Cys Tyr Glu Phe Leu Val Gly Lys Pro Pro Phe Glu Ala Asn 
320 325 330 

aca tac caa gag acc tac aaa aga ata tea egg gtt gaa ttc aca ttc 1300 
Thr Tyr Gin Glu Thr Tyr Lys Arg lie Ser Arg Val Glu Phe Thr Phe 
335 340 345 



3 



cct gac ttt gta aca gag gga gcc agg gac etc att tea aga ctg ttg 1348 
Pro Asp Phe Val Thr Glu Gly Ala Arg Asp Leu lie Ser Arg Leu Leu 
350 355 360 

aag cat aat ccc age cag agg cca atg etc aga gaa gta ctt gaa cac 1396 
Lys His Asn Pro Ser Gin Arg Pro Met Leu Arg Glu Val Leu Glu His 
365 370 375 ' 380 

ccc tgg ate aca gca aat tea tea aaa cca tea aat tgc caa aac aaa 1444 
Pro Trp lie Thr Ala Asn Ser Ser Lys Pro Ser Asn Cys Gin Asn Lys 
385 390 395 

gaa tea get age aaa cag tct tag gaa teg tgc agg ggg aga aat cct 14 92 
Glu Ser Ala Ser Lys Gin Ser 
400 

tga gecagggctg ccatataacc tgacaggaac atgctactga agtttatttt 1545 
accattgact gctgccctca atctagaacg ctacacaaga aatatttgtt ttactcagca 1605 
ggtgtgcctt aacctcccta ttcagaaagc tccacatcaa taaacatgac actctgaagt 1665 
gaaagtagee acgagaattg tgctacttat actggttcat aatctggagg caaggttcga 1725 
ctgcagccgc cccgtcagcc tgtgctaggc atggtgtctt cacaggaggc aaatccagag 1785 
cctggctgtg gggaaagtga ccactctgcc ctgaccccga tcagttaagg agctgtgcaa 1845 
taaccttcct agtacctgag tgagtgtgta acttattggg ttggcgaagc ctggtaaagc 1905 
tgttggaatg agtatgtgat tctttttaag tatgaaaata aagatatatg tacagacttg 1965 
tattttttct ctggtggcat tcctttagga atgctgtgtg tctgtccggc accccggtag 2025 
gectgattgg gtttctagtc ctccttaacc acttatctcc catatgagag tgtgaaaaat 2085 
aggaacacgt gctctacctc catttaggga tttgcttggg atacagaaga ggccatgtgt 2145 
ctcagagctg ttaagggctt atttttttaa aacattggag tcatagcatg tgtgtaaact 2205 
ttaaatatgc aaataaataa gtatctatgt ctaaaaaaaa aaaaaaaa 2253 



<210> 2 
<211> 403 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Asp Arg Ser Lys Glu Asn Cys lie Ser Gly Pro Val Lys Ala Thr 
1 ■ 5 10 15 

Ala Pro Val Gly Gly Pro Lys Arg Val Leu Val Thr Gin Gin lie Pro 
20 25 30 

Cys Gin Asn Pro Leu Pro Val Asn Ser Gly Gin Ala Gin Arg Val Leu 
35 40 45 

Cys Pro Ser Asn Ser Ser Gin Arg Val Pro Leu Gin Ala Gin Lys Leu 
50 55 60 

Val Ser Ser His Lys Pro Val Gin Asn Gin Lys Gin Lys Gin Leu Gin 
65 70 75 80 

Ala Thr Ser Val Pro His Pro Val Ser Arg Pro Leu Asn Asn Thr Gin 
85 90 95 

Lys Ser Lys Gin Pro Leu Pro Ser Ala Pro Glu Asn Asn Pro Glu Glu 
100 105 110 

Glu Leu Ala Ser Lys Gin Lys Asn Glu Glu Ser Lys Lys Arg Gin Trp 
115 120 125 



4 



Ala Leu Glu Asp Phe Glu lie Gly Arg Pro Leu Gly Lys Gly Lys Phe 
130 135 " 140 

Gly Asn Val Tyr Leu Ala Arg Glu Lys Gin Ser Lys Phe lie Leu Ala 
145 150 155 160 

Leu Lys Val Leu Phe Lys Ala Gin Leu Glu Lys Ala Gly Val Glu His 
165 170 " 175 

Gin Leu Arg Arg Glu Val Glu lie Gin Ser His Leu Arg His Pro Asn 
180 185 190 

lie Leu Arg Leu Tyr Gly Tyr Phe His Asp Ala Thr Arg Val Tyr Leu 
195 200 205 

lie Leu Glu Tyr Ala Pro Leu Gly Thr Val Tyr Arg Glu Leu Gin Lys 
210 215 220 

Leu Ser Lys Phe Asp Glu Gin Arg Thr Ala Thr Tyr He Thr Glu Leu 
225 230 235. 240 

Ala Asn Ala Leu Ser Tyr Cys His Ser Lys Arg Val He His Arg Asp 
245 250 x 255 

He Lys Pro Glu Asn Leu Leu Leu Gly Ser Ala Gly Glu Leu Lys He 
260 265 ^ 270 

Ala Asp Phe Gly Trp Ser Val His Ala Pro Ser Ser Arg Arg Thr Thr 
275 280 285 . 

Leu Cys Gly Thr Leu Asp Tyr Leu Pro Pro Glu Met He Glu Gly Arg 
290 295 300 

Met His Asp Glu Lys Val Asp Leu Trp Ser Leu Gly Val Leu Cys Tyr 
305 310 315 320 

Glu Phe Leu Val Gly Lys Pro Pro Phe Glu Ala Asn Thr Tyr Gin Glu 
325 330 " 335 

Thr Tyr Lys Arg He Ser Arg Val Glu Phe Thr Phe Pro Asp Phe Val 
340 345 350 

Thr Glu Gly Ala Arg Asp Leu He Ser Arg Leu Leu Lys His Asn Pro 
355 360 365 

Ser Gin Arg Pro Met Leu Arg Glu Val Leu Glu His Pro Trp He Thr 
370 375 380 

Ala Asn Ser Ser Lys Pro Ser Asn Cys Gin Asn Lys Glu Ser Ala Ser 
385 390 395. * 400 

Lys Gin Ser 



